TC 



^g^^GT^TGATT(KATCAAAGAAATAGATCTTCTTAAGCMCTCAACCATCCAAATGTAATAAAA 
^QO^^G^ACJ^TGCATTCTCGRAGAGTCATGCATAGAGATATAftARCCAGCT&ATGTGTTCATT 

^^^^^j^^^3ITWGTTTTAfcTATTTTT^TATTCTCTTT<^TTGAAAT(3GTATAAATGA 
TATATTTCAA 

Fig. 1 



TTTCTTTATAAATTTAAGTGCATTTTAACTCATAATTGTACACTATAATATAAGCCTAAGTTTTtATt 

^^JTM^ITTCTATTGAOAAGCTOTTGAGTAAAGTACTGTATTTGTTCATGAAGATGACTOAGATG 
TCTCTGCCATCTTACAACCTTGGATGAATTATCCTGCCAACGTGAAAACCTCATGTTCAAAGAACACT 
Q^jOT^^AGGGTAATTTTATTTTGGAATAGGTAAAGCGAAACCTCTTTTGTCViTGTTTTTCCTGAG 

Ji^&TCTmTGTTCATATTnKCTGAAGAAACCA^ 

gotSa^^ttnctaaaccotatttagacawggkaccagttacccaggtgaaaatakggagtmct 
xcct^^^^atccatatacttxxggtgttgctgttaacatttactatgatatttattttaaccaaa 

jjSacactwIaaaaaaaaaaaaaaaaaaaaaaaaaagg 

Fig. 1 (continued) * 



MDEQSQ(^6PPVPQFQPQKALItfDHGYTn l IiflNFRIEKKIGRGQFSEVY?AACLLDGVPVMiKKVQIF 

VYDVAKRMHA 
CTASS 



Fig. 1 (continued) 



TCACACCMCCTTCCTCTCAAGTC^ 
TATCTTCTCAATGAACAAAGCA* 



ATATTTATGAATCAQCAAATCTGGTGCCTGA^ 




AAAAAAAAAAAGGGCGGCCG 



Fig. 2 



»■■«■* V* 



CGGTGGTGGCGGCAGCGGCGGCTGCGGGGGCi^GGGC^ 



CCTOCAGGAGATCCAG^T™^ 

ACACGAGACGCTTG 
AGGGCTGCAGTGCT 



AGGGCTGCAGTGCTGCTGT^AT^^^^^^^ 



TCTCGGCAGGTTCCTCGAGCGAAGCCATCTTGAACA 

CGAGCCGAGTi 
GTCCCAAGCA 

CCGTGCCGCT* 
ACCCTGAAGG 



CGAGCCGAGTGGCCTTGGCTGGGGAGTATGGAGCAGTCAC 

GTCCCAAGCAAC 
CCGTGCCGCTGC' 



TAGACAAGATGGTTGGCTGGCTCraCA^^ 



GGGGTAGGCCTGCATCCACA' 



TA^TGCAMTTTACAACTGCAAAAAARAAAAAAAAAAAAAAAAAGGGCGGCCC 



Fig. 3 



Met Ala 



val Arg Gin Ala Leu Gly Arg Gly Leu Gin Leu Gly Arg Ala Leu Leu 



10 

Leu Arg Phe Thr Gly Lys Pro Gly Arg Ala Tyr Gly Leu Gly Arg Pro 
20 25 



Gly Pro 
35 



Ala Ala Gly Cys Val Arg Gly Glu Arg Pro Gly Trp Ala Ala 

40 45 



Gly Pro Gly Ala Glu Pro Arg Arg Val Gly Leu Gly Leu Pro Asn Arg 

55 



Leu tag Phe Phe Arg Gin Ser Val Ala Gly Leu Ala Ala Arg Leu Gin 

70 75 
Arg Gin Phe Val Val Arg Ala Trp Gly Cys Ala Gly Pro Cys Gly Arg 

85 



Ala Val Phe Leu Ala Phe Gly Leu Gly Leu Gly Leu lie Glu Glu Lys 
100 105 



Gin Ala Glu ser Arg Arg Ma Val Ser Ala Cys Gin Glu He Gin Ala 

iik 120 1Z3 

Thr Gin Lys Ser Lys Pro Gly Pro Asp Pro Leu Asp Thr Arg 



115 

He Phe 



135 



Arg Leu Gin Gly Phe Arg Leu Glu Glu Tyr Leu He Gly Gin Ser lie 

150 



155 

Gly Lys Gly Cys Ser Ala Ala val Tyr Glu Ala Thr Ket Pro Thr Leu 

•L 6 5 



Pro Gin Asn Leu Glu Val Thr Lys Ser Thr Gly Leu Leu Pro Gly Arg 

180 185 
Gly Pro Gly Thr Ser Ala Pro Gly Glu Gly Gin Glu Arg Ala Pro Gly 

195 200 

Ala Pro Ala Phe Pro Leu Ala lie Lys Met Met Trp Asn lie Ser Ala 



215 



Fig. 3 (continued) 



», a Tio tp« Asn Thr Met Ser Gin Glu Leu Val 
Gly Ser Ser Ser Glu Ala He Leu Asn inr » 24Q 

230 235 

Val Ala Leu Ala Gly Glu Tyr Gly Ala Val Thr Tyr 



Pro Ala Ser Arg 
245 



250 



„ Lys Ser Lys Arg Gly Pro Lys Gin Leu Ala Pro Bis Pro Asn lie 



260 

i nu. mi,,, cor «?#»r val Pro Leu Leu Pro Gly 
He Arg Val Leu Arg Ala Phe Thr Ser ser vai no ^ 

275 280 

A la Leu val Asp Tyr Pro Asp val Leu Pro Ser Arc Leu Bis Pro Glu 

295 300 

Gly Leu Gly Bis Gly Arg Thr Leu Phe Leu Val Met Lys Asn Tyr Pro 

310 315 
Cys Thr Leu Arg Gin Tyr Leu Cys val Asn Thr Pro Ser Pro Arg Leu 

325 

Ala Ala Met Met Leu Leu Gin Leu Leu Glu Gly Val Asp Bis Leu Val 

340 345 
Gin Gin Gly He Ala His Arg Asp Leu Lys Ser Asp Asn He Leu Val 
355 360 

Glu Leu Asp Pro Asp Gly Cys Pro Trp Leu val He Ala Asp Phe Gly 



375 



n„ qer He Gly Leu Gin Leu Pro Phe Ser Ser 
Cys Cys Leu Ala Asp Glu Ser lie ^xy m 

390 35,s 
Trp Tyr Val Asp Arg Gly Gly As» Gly Cys Leu Met Ala Pro G!u Val 

405 410 
Set Thr Ala Arg Pro Gly Pro Arg Ala Val He Asp Tyr Ser Lys Ala 

nn 425 



Fig. 3 (continued) 



Asp Ala Trp Al» Val Gly Ala He Ala Tyr Glu lie Phe Gly Leu Val 

435 440 



Asn Pro Phe Tyr Gly Gin Gly Lys Ala His Leu Glu Ser Arg Ser Tyr 



455 



460 



Gin Glu Ala Gin Leu Pro Ala Leu Pro Glu Ser Val Pro Pro Asp Val 



470 



475 



Arg Gin Leu Val Arg Ala Leu Leu Gin Arg Glu Ala Ser Lys Arg Pro 
485 490 



Ser Ala Arg Val Ala Ala Asn Val Leu His Leu Ser Leu Trp Gly Glu 



500 



505 



His He Leu Ala Leu Lys Asn Leu Lys Leu Asp Lys Met val Gly Trp 



515 



520 



525 



Leu Leu Gin Gin Ser Ala Ala Thr Leu Leu Ala Asn Arg Leu Thr Glu 

535 540 

Lys Cys Cys Val Glu Thr Lys Met Lys Met Leu Phe Leu Ala Asn Leu 

J J J 



550 



Glu Cys Glu Thr Leu Cys Gin Ala Ala Leu Leu Leu Cys Ser Trp Arg 
565 570 



Ala Ala Leu 
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GTCGACCCACGCGGTCCGCCCACGCGTTCCGGAGACATGTCTCTGTGTTTC 

TCTCCCCTCCGCTTTTGAGTCCGTTGAAGACACAATTTCTCTCT6TCGGGT 

GCTTAGGAGGAGCTCCATGAACATGTATTGAATTGGACTTAGCTGAACAG 

GCTGCTGGTTGGCTGCCCAGAGGGG6CAGGCTGTGTTGCTGGGAGCCTTC 

CAGCTCCCTGCAGCAGTCATGGGGCAGGGTTCCCCGAGTCCGTAATCCCC 

ATTTCCACCTACTTTCCCTTAGTTATTTGATTCCC^roTCT^TCGTACTCAGC 

TTAAGTGGAGCATCCCCTTTCCTGGGAGACACGAAGCAGGAAACACTGGC 

AAATATCACAGCAGTGAGTTACGACTTTGATGAGGAATTCTTCAGCCAGA 

CGAGCGAGCTGGCGAAGGACTTTATTCGGAAGCTTCTGGTTAAAGAGACC 

CGGAAACGGCTCACAATCCAAGAGGCTCTCAGACACCCCTGGATCACGCC 

ggtg<^caacca<x:aagccat TC tgcgcagggagtctgtggtcaatctgg 

AGAACTTCAGGAAGCAGTATGTCCGCAGGCGGTGGAAGCTTTCCTTCAGC 

atcgtgtccctgtgcaaccacctcacccgctcgctgatgaagaaggtgca 

CCTGAGGCCGGATGAGGACCTGAGGAACTGTGAGAGTGACACTGAGGAG 
GACATCGCCAGGAGGAAAGCCCTCCACCCACGGAGGAGGAGCAGCACCT 

cctaactggcctgacctgcagtggccgccagggaggtctgggcccagcgg 

ggctcccttctgtgcagacttttggacccagctcagcaccagcacccgggc 

gtcctgagcactttgcaagagagatgggcccaaggaattcagaagagctt 

GCAGGCAAGCCAGGAGACCCTGGGAGCTGTGGCTGTCTTCTGTGGAGGAG 

TCTGCCATCCTCAGAGTCTGGGGTGGGAGTOTGGACTTAGGAAAACAATA 
TAaAGGACATCCTCATCATCACGGGGTGAAGGTCAGACTAAGGCAGCCTT 

cttcacaggctgagggggttcagaaccagcctggccaaaaattacaccag 

AGAGACAGAGTCCTCCCCATTGGGAACAGGGTGATTGAGGAAAGTGAACC 
TTGGGTCTGAGGGACCAATCCTGTGACCTCCCAGAACCATGGAAGCCAGG 
acGT^G^CTGAC^ACACCTCAGACCTTCTGAAGCAGCCCATTGCTGGC 

GTAA^TGAGGGGGGGCACCCAGTGGGGTGCTG^^ 
^AGGTCCTCCTGAACCGTCCGCGCAGGCCTGCAGTGGGCCTGCCTCCTC 

CTTGCTTCCCTAACAGGAAGGTGTCCAGTTCAAGAGAACCCACCCAGAGA 

CTGGGAGTGGTGGCTCACGCCTATAATCCCW^GCTTTGGCAGTCCGAGG 

Sgggg^ttgcttgaact^^ 
^a^gcagtctctacaaaaaatacaaaaaa™ 

il^CAGAAGGT^ 
CGGCCGC 

lfdslsvvlslsgaspflgdtkqetu^itavsydfdeeffsqtsela^irkl 



Fig. 4 
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^atacattataaag^^ 

MiVElYAWAPKPYHKFM APR 
AAT GCT GTG GAA ATA TAT GCT TGG GCT CCT AAA CCG TAT CAT AAA TTC ATG GCA TTT AAG 

nHKPLLVDLTVEEGQ 
TCT TTT GCA GAT CTC CAG CAC AAG CCT CTG CTA GTT GAT CTC ACG GTA GAA GAA GGT CAA 
r rvTPGSHTGFHVIDVDSG 
AGA m AAG GTT ATT TTT GGT TCA CAC ACT GGT TTC CAT GTA ATT GAT GTT GAT TCA GGA 

AAC TCT TAT m ATC tIc ATA CCA TCT UT ATT CAG £c aSt ATC ACT CCT CAT GCT ATT 

V I L P K 
GTC ATC TTG CCT AAA 
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